Blasticidin S-deaminase

CDD-like cytidine
deaminase

Plant DES/CDA-like
PITG_06599-like
LmjF36.5940-like
Fungal homologs

DYW-like

Eukaryotic homologs
(Fu, PI, Na, Oo)

BURPS688_1122-like
SCP1.201-like
YwaqJ-like
Pput_2613-like
MafB19-like

ComE

dCMP deaminase
Guanine deaminase
RibD

Tad3

TadA/Tad2

Bd3614

Tad1

ADAR
XOO_2897-like
Eukaryotic homologs
OTT_1508-like
B3gp45 -like

AID/APOBEC-like
in other eukaryotes
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Tm1506
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AICAR transformylase

C-terminal hairpin division of
deaminase superfamily
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‘\:1} Zn-chelating motif

_/_2\_\ Insert between S2 and H2
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=== Bacteria+eukaryotes '[7 Insert between S3 and H3

‘; Insert between S4 and H4

> Insert in the CxxC motif

i& Additional beta hairpin

D: DNA

R: RNA

F: Free nucleotide or derivatives
P: Protein

D/R ?: Predicted DNA or RNA
binding activities
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